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Fig. 1  Cryo-electron microscopy images of bacterial 70S Ribosomes (a) and human 80S Ribosomes (b).
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Fig. 2 Cryo-electron microscopy structure of a bacterial ribosome with tigecycline.
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Prospect of single-particle cryo-electron microscopy

in revealing mechanisms of ribosomal

antibiotics resistance
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Antibiotics are the foundation of modern medicine, but with the widespread use of antibiotics in clinical practice,

bacterial resistance has increasingly become prominent and a global health problem. Ribosome synthesizes proteins using genetic

information, and is one of the main targets of antibiotics. This paper summarizes the structural bases of ribosomal antibiotics resistance,

discusses the molecular mechanisms of ribosomal gene mutation, modification and protection that lead to bacterial resistance, and looks

forward to the roles and prospects of single-particle cryo-electron microscopy ( cryo-EM) in further revealing mechanisms of ribosomal

antibiotics resistance.
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